
 1 

Supplementary data 

 

Table S1. Primers 
 

     

Gene/Location Name Sequence 5' - 3' 
Product 

(bp) 
Annealing 

temperature 
Reference

a
 

Beta-lactamase genes 

TEM-1-F gggaattctcggggaaatgtgcgcggaac 
blaTEM-1 

TEM-1-R gggatccgagtaaacttggtctgacag 
998 55 1 

VEB-1-F atgaaaatcgtaaaaaggatatt 
blaVEB-1 

VEB-1-R ttatttattcaaatagtaattcc 
900 46 2 

Aminoglycoside resistance genes 

AAC3-IA1 gacataagcctgttcggtt 
aac(3)-Ia 

AAC3-IA2 ctccgaactcacgaccga 
372 55 3 

APH3-IA1 cgagcatcaaatgaaactgc 
aph(3’)-Ia 

APH3-IA2 gcgttgccaatgatgttacag 
623 55 3 

ANT3-IA1 tgatttgctggttacggtgac 
ant(3'')-Ia 

ANT3-IA2 cgctatgttctcttgcttttg 
248 55 4 

ANT2-IA1 atctgccgctctggat 
ant(2'')-Ia 

ANT2-IA2 cgagcctgtaggact 
404 55 3 

STRA-F aacaggagggcgcatgcct 
strA 

STRA-R cgcccaaggtcgatcagacc  
400 50 this study 

STRB-F acgggactcctgcaatcgtca 
strB 

STRB-R cgcagttccgaggcattgc 
400 50 this study 

Tetracycline resistance genes 

TETA2-F gtaattctgagcactgtcgc 
tet(A) 

TETA2-R ctgcctggacaacattgctt 
950 50 5 

TETR-F cctgctcgaacgctgcgtc 
tetR 

TETR-R gaagccatgctggcggagaat 
400 50 this study 

Chloramphenicol resistance genes 

CLMA-F aggcgcaacggctttcgtt 
cmlA1 

CMLA-R cgctacgcatcccgcgata 
595 50 this study 

CAT-F gatgaacctgaatcgccagcg 
catA1 

CAT-R tcacattcttgcccgcctgat 
398 48 this study 

Sulphonamide resistance gene 

SUL1-F tgtccgatcagatgcaccgtg 
sul1 

SUL1-R gatgagccggtcggcagcg 
300 55 this study 

Trimethoprim resistance genes 

DFRA1-F tggctgttggttggacgca 
dfrA1 

DFRA1-R ccttttgccagatttggtaa 
352 52 this study 

Mercuric ion resistance genes 

MERA-F cgtgcgtggtggtcagcac 
merA 

MERA-R taagcccagtggcaacgaacg  
780 50 this study 

MERP-F gatagcccgcgtcctcggtc 
merP 

MERP-R aaaaactgtttgccgccctcg 
252 50 this study 

MERR-F gccggggtcaatgtggagac 
merR 

MERR-R tagtcaccccgtgactccccc 
400 50 this study 
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Table S1. Primers continued 
 

    

Gene/Location Name Sequence 5' - 3' 
Product 

(bp) 
Annealing 

temperature 
Reference

a
 

Arsenic resistance gene 

ARSB-F gcaatcgctacagccagtgcc  
arsB 

ARSB-R ggcattggggattgcgatagg  
850 50 this study 

Rifampicin resistance gene 

ARR-2F caagcaggtgcaaggaccgtt 
arr-2 

ARR-2R caacaggatgcccctcccagt 
344 50 this study 

Class 1 integron 

INT1-F cagtggacataagcctgttc 
int1 

INT1-R cccgaggcatagactgta 
160 55 6 

5'CS 5'CS ggcatccaagcagcaag 

3'CS 3'CS aagcagacttgacctga 
variable 57 7 

Other AbaR1- associated genes 

3ATP-F tccggcgaactttcagctca  
3'ATPase 

3ATP-R gcaacccgtaaaacgcgatga  
400 52 this study 

5ATP-F aggcaggcgtgaggccaat 
5'ATPase 

5ATP-R tgctcctgcagatttgccca 
490 52 this study 

USPA-F tggaatgaccataagccccaa 
uspA 

USPA-R ggggaaacacggcactcagac 
401 50 this study 

CADA-F ctaggcgcctcgcttcagga 
cadA 

CADA-R caatcaatgcgacgaatgcga 
400 46 this study 

TPNA-F acgtcggggctaaatcgcg 
tpnA 

TPNA-R  ttccactgagcgtcagacccc 
358 50 this study 

TPNR-F gcttgcagatcgacgcgct 
tpnR 

TPNR-R catcagggcctttgcccgt 
400 50 this study 

RESX-F cgcaggtgtcgaacgggac 
resX 

RESX-R aagtatcgcgctgggccatg 
425 50 this study 

ORF5-F ggagcctccgaacgttcgg 
orf5 

ORF5-R tgaaggttggatcccagccg 
461 50 this study 

tniA TNIA-R ttggaaatgaacccgcagcag variable 55 this study 

IS26-F tccatttcaggcgcataacgc 
IS26 

IS26-R ggccgtacgctggtactgcaa 
128 50 this study 

sup SUP-F gcccgactttgggatcgaca variable 55 this study 
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Table S1. Primers continued 
 

  

Gene/Location Name Sequence 5' - 3' 
Product 

(bp) 
Annealing 

temperature 
Reference

a
 

Sequencing primers 

J3-F atttgccgagctgcacgtgaa 
J3

 b
 

J3-R accattcaggcactcgtgcct 
300 55 this study 

J5-F tttgggaagcaatcaatagtc 
J5

c
 

J5-R attggcctcacgcctgcct 
310 55 this study 

cadA 1822-F ggcgctcaaggattaagcaa     this study 

LSPA-SEQF aaacaccaatgctgagtcgg     this study 

2266-F ggctgcatgagtacgtggag     this study lspA 

LSPA-NEXT-F atatcgggcctgctggcagc     this study 

TNPASEQ-R gcctcatcgctaactttgc     this study 

TNPASEQ-F  tgctgttacgacgggagga     this study tpnA 

TPNA2-R tccggtttcgtggacacgtt     this study 

TOPSEQ-F  attgcagcctatgcccgcag     this study 

TOPSEQ-R  acggcccgccatgccgtgc     this study 

TOPA2-F cgatgcgcttgtaggccgg     this study 

TOPASTART-R tagttccttcggcggcaagtc     this study 

4974-F cggtgcgccttgtggtggac     this study 

topA 

5347-F gacgacgccggtatggagga     this study 

HP3208-R cgtggatcgaggcgatgga     this study 
orfX

d
 

8099NEW-F gaaaggcgtgacgtggaagt     this study 

SUL3208-R cgtttaacggacattcgtaa     this study 
sul1 

SULNEXT-R cctcgccgggctggcaatcg     this study 

blaTEM-1 TEMSEQ-R ggccggtgcccgtctgacgt     this study 

IS15-F tggtatcccagcagccagaa     this study 
∆tpnA 

TPNANEXT-F agaggcgtgcgatatcttca     this study 

 
a
  Reference for primers 

b
  J3, junction between 5’end of the island and 3’end of the ATPase gene 

c
  J5, junction between 3’end of the island and 5’end of the ATPase gene 

d
  Gene encoding a hypotetical protein 
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